This PDF file includes: Table S1 . Crystallographic data collection and refinement statistics. Reference (65) Fig. S1 . Biochemical characterization of TtClpP. A) Size-exclusion chromatography (SEC) elution profile of TtClpP, which elutes as a tetradecamer in a low ionic strength buffer (100 mM NaCl, blue curve). In the presence of 300 mM (NH 4 ) 2 SO 4 smaller species were observed (red curve) consistent with previously reported heptameric complexes. B) Molecular weight determination of TtClpP by MALLS. The light scattering signal (Raleigh ratio, black curve) is plotted as a function of the elution time after SEC. The derived molecular weight (MW, grey curve) represents the average MW across the elution peak. C) The indole group of tryptophan is very sensitive to its environment. S7 . Analysis of structural differences between TtClpP and EcClpP. Although the TtClpP tetradecameric structure (A) is similar to the previously determined structures of EcClpP in the extended conformation (PDB_ID: 1 TYF) (B) differences are found at the tip of the turn that follow helix αE close to β-strand 6 in the handle domain. Residues involved in inter and/or intra-ring contacts are shown as sticks. Note the weaker hydrogen-bonding pattern formed by Thr131 in TtClpP (C) versus Gln131 in EcClpP (D). Indeed, Gln131 is conserved but replaced by Thr and Ser in TtClpP and MtbClpP1 respectively, as can be seen in the sequence alignment shown in (E). Values in parentheses correspond to the highest-resolution shell. * Due to the unknown nature of the bound peptides, they were built in the electron density as tri-L-Ala CC(1/2) = percentage of correlation between intensities from random half-datasets. Correlation significant at the 0.1% level is marked by an #(65).
